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XX 

:CC A single-stranded DNA (or its complementary strand or the corresp. 
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CC recognising different cell types. 
XX 

SQ Sequence 293 BP; 81 A; 51 C; 51 G; 95 T; 15 other; 



PSN_T243 06 

gatccagccatnactaacctatnccnnttttggggaaatctgagcctagctcagaaaaacataaagcacc 
ttgaaaaagacttggcagcttccngataaagcgtgctgtgctgtgcagtaggancacatcctatttattg 
tgatgttgtggttttattatcttaaactctgntccatacacttgtataaatacatggatatttttatgta 
cagaggtatgtctcttaaccagttcacttattgtnctctggcaatttaaanganngtcagtaaattnttt 
tncttgtnaaagnl 
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(57) Abstract 

A3 '-directed cDNA library which accurately reflects the abundance ratio of mRNA in a cell has been prepared 
from various human tissues, and sequencing of the cDNAs contained in the library has been conducted to examine the 
incidence of each cDNA in each Ussue. As each cDNA has expression information with each tissue corresponding to 
i,"^^"*^ concentration, these cDNAs are usable as a probe or primer for detecting cell anomaly or discriminatine 
cells. The cloned gene can produce proteins utilizable as a medicine or the like. 
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CATGAGCCAC TGTGTCCGAC CCANACCTAC TANTGTTAAT NGANNTTTTN TTAACTNN 238 

m^m^ : 5305 
lE^iJ®*^ : 132 

/7 p_>:g : HUMGS06329 

StCAACAGA GTGAGACCCC TGTCTATATA TTNNTTAAAT TTAAAAAATA AAAGANTAAA 60 
™TAGC tJaGTATAGT ATCAAGATTA ATCTGCCTAC TCACATTTCT ACACTTTATA 120 
NNANT6TAAT AN 

SE^iJS^ : 5306 
ie^iJCDft^ : 293 

/7 P _ > :g : HUMGS06330 

ScAGCCA TNACTAACCT ATNCCNNTTT TGGGGAAATC TGAGCCTAGC TCAGAAAAAC 60 
aScACC TTGAAAAAGA CTTGGCAGCT TCCNGATAAA GCGT6CT6TG CTGTGCAGTA 20 
GgXcATC CTATTTATTG TGATGTTGTG GTTTTATTAT CTTAAACTCT GNTCCATACA 180 
™^ TACATGGATA TTTTTATGTA CAGAGGTATG TCTCTTAACC AGTTCACTTA 24 
TTGTNCTCTG GCAATTTAAA NGANNGTCAG TAAATTNTTT TNCTTGTNAA AGN 293 

Sa^'J^-^ : 5307 
iE^ijCD:^^ : 228 

^U->^ : HimGS06331 



^TCAAAACC CAGCAGAGTG CAAGCAGCAG TGAAGCAGGA TGTATGTGGC CTTGAGGATA 60 
aStS^TG TAATAGCCTA AACACANCTC TAATTTACTT ACAGCCTTAT GTTTTTGTAT 20 
TGNcS ™taa TTTTTTTTTA AAGGNCAGGN GACGGNTATT TTAAAGNCCA 80 
ATTTGTTCTA CGTAGCATNT TAACTAGTTT TNNTGCCAGC NATGTTGN 228 



@E^|J#-^ : 5308 

m^mm : mm 

y7r3->^ : HUMGS06332 

Stccctgaa GTTGCCCTGG TCTCTGCACC TTCTAAACCT AGTTCTTAAG AGCTTTCCAT 60 
TACATGAGCT GTCTCAAAGC CCTCCAATAA ATTCTCAGTG TAAGCTTCTG AAA 113 

IH^iJS^ : 5309 
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